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At the field level

Inical and pathological signs

pidemiological characteristics
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Fig. 1 Test procedure of SD Rapid Test
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Fig. 2 Sensitivity of SD Rapid Test compared with virus titer and RT-PCR
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Methods of diagnosis in lab.

Serology: HI all labs. for surveillance
Virology:

RT-PCR and RRT- PCR all 8 labs
— M gen then HA and/or NA gene

|Isolation then HA and HI test: NIVR
NI and sequencing : NIVR
Virus neutralization test in TC: NIVR.



Minimun requirements

 For the conventional techniques (7-10
days)
— Lab conditions if the virus is to be isolated.
— Standard sera anti-HA and anti-NA

 For the molecular technique (24 hours):
— Provision of reagents and skKill.
— A supporting lab.



N
S :
O
-
o
©

D,




e 4

=

v

~ N —

.

Y

)
\
Y
*y

Fa

o e v




Sensitivity H3 H5 H9









Genome changes of the
Viethamese Al H5N1 isolates

Cleavage site patterns of the Vietnamese isolates

Type Sequence Isolate name
1 | qgrerrrkkrg A/Chicken/VN/27/03
2 |qgrerr-kkrg A/Dk/IVNM/219/04
3 QRERIRKKRG |A/CK/IVNM/147/04
4 | qgrerrr-krg A/Dk/IVNM/568/05
5 |qgregrrkkrg A/DkIVNM/2/07

Nguyen TD et al 2007



Cleavage site sequence of the 7
recent isolates

; 320 330 4 30 360 3N 380 390 400 -

PITIGECRR IV HRLVLATG LR SPORERRERRGLE CALAGE TRGERGMVDEWL G THRSNEQG 36 Y ARDKESTOKALNGYTHEVN S TTDRMITOR
PITIGECPKYVKSHRLVLATGLRNSPOREGRRKRRGLEG AT AGF TEGCR)GMVDEWIGYHHSHEQG S6 Y AADKE STOKATDGVTHK VNS TIDKMITOF
PLTIGECPRIVK S HRLVLATGLRN SPORECRRERRGLECATAGE TRGERGMVDGW G THHSNEQS 36T RADKESTOKALDG VTHEVNS TTDRMNTOR
PITICECPKYVKSHRLVLATGLRAS POREG RRKKRGLE G AT ACT TEGGH)GMVDCWT G YHRSNEQG 56 Y ARDKES TOKATDGYTHKVNS IIDRMITOR
PITIGECPKTVESHRLVLATG LR SPORECRRKKRG L GALAGT TR G SO GMYDG W G THRSHEQL S 6 T AADKE STOKAIDGYTHKVY S TTDKMATOT
PITIGECPKYVKSHRLVLATGLRHSPOREGRRKRRGLEG ATAGF TRGCROGMVDGWIGYHHSHEQG S6Y ARDKE S TOKATDGVTHK VNS TIDKMITOF
PLTIGECPKYVKSHRLVLATGLRN SPQREGRRERRGLEG ATAGE TEGCR)GMVDCWIG YHHSHEQS S Y AADKE STOKAIDG VTHKYNSTIDKMITOF

|

NguyOn TD et al 2007



Modern or conventional method?
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