Comite de pilotage GRIPAVI

Bilan année 1, perspective année 2

Virology Section, UMR-15 CIRAD/INRA




 Virologie : Détection, isolement et
caractérisation moléculaire des souches du virus
de la grippe aviaire et de la maladie de
Newcastle a partir de prélevements faits sur
terrain.
— =» 2880 prélevements testes
— =» 4 isolats NDV

Retards prelevements dans certains pays/ retard
analyses dans certains pays/ etat des capacités

d’'analyses RT-PCR par pays effectue sur « Mesures
d’'urgence »
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= UMR-15: virological testing for 4 partners
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Mali 2007 Mali 2008 Mauritania 2008 Madagascar Total
2008
Domestic birds 223 315 28 547 Birds
tested
223 in 2007
Wild birds 0 362 370 0
tested 1622 in 2008
% of birds AIV+ 3.13% (0) 0% domestic 0% domestic 0.55% 0-3.13%
(% H5 & H7 0.28% wild 0.27% (0) wild 0.27%
positive)
Number of AIV 0 0 0 0
isolates
% of wild birds 1.3% 0.95% domestic 0% domestic 5.3% 0-5.3%
NDV + (all velogenic) (all velogenic) (7 velogenic, 5
(pathotype) 3.31% wild 6.8% wild lentogenic) 3-7%
(9 velogenic, 4
lentogenic)

Number of NDV 3 3 0 1

isolates




Sequencing of Malian isolates:

= 2007: fragment of 670 nt (end of M, beginning of F)

e MLO29 & MLO31 are 100% identical

* MLO38 has 87.5% homology with the two others
= 2008: fragment of 670 pb

e ML225 & 230 are 100% identical

* MLOO7 has 91.7% homology with the two others

Isolate Cleavage site motif Pathotype
ML029 G/RRRKR/FV Y
MLO31 G/RRRKR/FV Y
MLO38 G/RRQKR/FI Y
ML1/1/225 | G/RRQKR/FI Y
ML/1/230 G/RRQKR/FI Y
ML/2/007 G/RRQKR/FI Y,




Phylogenic analysis within sub-genotype VII

g7 EF418785 (ss groupe Vi)
EF418790 (ss groupe Viid)
DQO74638 (ss groupe Viid)
DQO54372 (ss groupe Vid)

Seq MLO29 ®!DQEBE s gape Vi) |
AF083965 (ss groupe VIIC)
10 |16 |23 |101 |114 |118 |121 - ® AFORB (S5 gope )|
100 AFO01113 (ss groupe Viia)
L V S K R Vv V* AFO01124 (ss groupe Vila)
VIl [ vill | Vlla | VI Vile |V VII E AFOB3% (ss groupe Vile)
a-e | VIII | VIf VI = -

* V121 = feature of genotypes
VII and VIII

- A MO
100! @ NDVIML/1/225/2008

A MO0
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524 AF136776 (ss groupe Vi)
AF100835 F ddl (VIb)
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DQU97393 F gere

0.05

&2 AF136778 (ss groupe Vb Mozanb)
Hgg [ AF136767 (Mib Sud A)

Sous génotype VIid

Sous génotype Vlic

Sous génotype Vlla

Sous génotype Vlle

Sous génotype VII ?

Sous génotype Vlib

(dlace )



IX LuoY AY341061
— IX ZhJ-/85 AF458023
37| IX FJ-1/85 AF458009
IX JS/1/97 AF456435
82 | IX F48E9 AY 508514
IX AF163440

100

L X Chine AFO79172
IX TJO3 DQ227244
ss | IX SBD0O2 DQ227252
70 IV X71995
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NDV-MADA- F @
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Il Sato ABO70382

a4 68 | Il Muktesward EF201805
42 Il H-Ph-02 AY 170136
Il Guangxi5/2000 DQ485259
< " NDV06-057 EF221719
s0] I NDV06-055 EF221717
a7l m NDVO05-041 DQ439897
100 ——— X TW/69 AF083959

100

L xTw/95-3 AF083970
100 I Il NDVFPG M24698a
100 Il Komarov-45 AY 170137

Il B1 Isolate Takaki AF375823
100 E Il La sota AFO77761

92
| Ulster/67

o5 —I— | PHY-LMV42/66
60 I NDVFPB M24693.

0.01

Phylogenic tree based on nt sequence of F gene (partial = 374 nt)



Conclusions

Low level of AIV detection, higher level for NDV
Almost similar detection in tracheal and cloacal swabs, no bird with both swabs
positive
Mali:
Isolates close to genotype VII and sub-genotype b
New sub-genotype?
Madagascar:
Original motif of cleavage site RRRRR*FVG

Isolates close to the old genotypes Ill and IV appeared more than 50 years ago
during first panzootics

New genotype or sub-genotype?



" Autre act|V|tes

 Recrutement allocataire en virologie: non
fait

e Essal interlaboratoire PCR: participants
NIVR, LCV, NAHDIC

* Inventaire capacites diagnostiques NIVR
(juillet 2008)

e Sessions de formation sur sites (Mesures
d’'urgence) : LCV et NAHDIC (juin 2008)



= Perspectives year 2.
= More sequencing for better genetic characterization of NDV

isolates
= Assessment of in vivo pathogenicity for some NDV isolates
= Acquisition of more isolates from the African:
= 3700 PCR Al et NDV
= 30 isolements et séquencage
= PCR Inventaire Lac Alaotra (Madagascar)

= PhD or post doc in Virology
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